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Product Name: VERSA 1100 Next Generation Sequencing Work Station

Part Number:

Product Description:

VERSA 1100 Next Generation Sequencing Work Station

Next generation sequencing (NGS) has revolutionized the ability to perform genomic analyses by providing the power to
sequence an entire genome economically in a single day.

Automation to support NGS technologies needs to meet the throughput required by NGS workflows and offer robustness and
Flexibility to fully realize thed:)ower of NGS. The VERSA Gene 1100 workstation was developed as a complete walk- away
solution for all genomic workflows.

Aurora’s VERSA1100 Next Generation Sequencing Sample Preparation workstation features an 8-channel pipetting head to
enable the high throughput demanded by NGS technologies but offers the flexibility to handle other tasks such as library
normalization and sample pooling via the single channel function of the head.Aurora has worked to streamline the library
preparation process by offering unique features such as the magnetic bead vortex, the magnet/shaker elevator, and the 96-
tip aspirator. These modules were designed with the goal of reducing library preparation time while improving sample
recovery and consistency.

VERSA'’s innovative modules are designed to tackle the challenging steps of Automated NGS Library Preparation (also known
as NGS automation). The Magnetic Bead Vortex ensures homogeneous bead suspension and distribution. The combination of
ReagentDrop bulk reagent dispensing module and 96-Tip Aspirator offers fast and efficient bead washing steps while saving
tip costs. The VERSA automated Next Generation Sequencing (NGS) library preparation and sample preparation workstations

are compatible with various commercial available kits, reagents, and labware. VERSA automated NGS library and sample
preparation workstations are highly scalable for different throughputs and budget.

Application:

v Genomics:

--NGS library preparation

--DNA/RNA Extraction and Purification
--DNA/RNA fragment size selection
--Enzymatic reaction setup

--Library normalization and pooling

--Single and multiplex real-time PCR setup
--Sequencing reaction setup

--Oligo-based gene synthesis plate setup
--Magnetic bead based applications

v General liquid handling:

--Cherry picking / reagent and sample pooling
--Plate transfer, replication and reformatting
--Serial and parallel dilution

--Master mix preparation and distribution
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specimens, including FFPE Quality Control (QC) materials (1).
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Validation of an Automated Method for Library Preparation for a Next-
Generation Sequencing-Based Assay for Oncology

Catherine |. Dumur, Paula Anderson, M. Fernanda Sabato, Celeste N. Powers, Andrea Ferreira-Gonzalez

I Department of Pathology, Virginia Commonwealth University, Richmond, VA

Gibrary

Wenl Somin Cone.
o

(ng/mt)
22 |NegCul| 220
28 1288
¢ (NegCull 1756
20 728
Neg C 1498
2 5%
Neg Ctrl| 1464

User cases

Here, we present the validation and implementation of an open liquid handling platform, the VERSA™
1100 GENE (Aurora Biomed, Vancouver, BC) for medium to high-throughput library preparation for
routine utilization with the lon AmpliSeq™ Cancer Hotspot Panel v2 (CHP2) assay on FFPE clinical
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Gene ID CDS_mut_syntax AA mut syntax Chrom hgi9Position  Ref  Variant Frequency Quality Coverage Allele Cov Strand Bias
APC NotaHotSpot  NotaHotSpot  chi§ H2A75T0 G A 747 190844 1997 1491 050
FGFR3  NotaHotSpot  NotaHotSpot  ched 1807894 G A 1000 112106 699 699 050
FLT3 NotaHotSpot  NotaHotSpot  chri3 28610183 A G 840 14977 2000 1281 052
HRAS cHIT>C pHistTHis  chrit 5u242 A G 531 5643.6 993 627 051
KR Not a Hot$, Not a Hot§ chrd 55080229 C T 1000 71651 485 455 050
KRAS cUGT p.Glyi2Cys _chri2 25368085 C A 1000 316079 1986 1986 050 ]
MET NotaHotSpot  NotaHotSpat  chr? 116330672 C T 6.3 165862 1998 1365 051
NOTCHI  NotaHotSpot  NotaHotSpot  chrd 13030082 G c 1000 21733 1325 1328 050
PDGFRA  NotaHotSpat  NotaHotSpot  chrd 5514105 A G 1000 147881 924 924 050
RET NotaHotSpot  NotaHotSpat  chri0 4361343 G T 7.6 150355 1846 1247 050
RET NotaHotSpot  NotaHotSpot  chri0 4361563 C G 5.9 121914 1564 1030 052
STKI1  NotaHotSpot  NotaHotSpot  chrig 22002t T c 672 88427 1094 735 051
PS3 742657 pAG248Trp  chri? L A 1000 315864 1983 1983 050
Negative Control
Gene ID  CDS_mut_syntax AA_mutsyntax Chrom hgid Posifon  Ref  Varlant Frequency Quality Coverage Allele Cov Strand Bias
apc NotaHotSpot  NotaHotSpat  chis N2A70 6 88 92487 1
ATM c26721>C  p.PhedStleu  chrit 108138003 T € 514 10550.2 1996 1025 050
FGFR3  NotaHotSpot  NotaHotSpot  chrd 190784 G A 1000 16809.8 1048 1048 050
FLTS NotaHotSpot  NotaHotSpat  chrl3 w022 T c 476 83752 1986 850 052
FLT3 NotaHotSpot  Nota HotSpot  chri3 610183 A G 1000 320793 2000 2000 050
HRAS cBT>C pHi2THis  chri1 54242 A G a7 57611 1220 584 050
KOR NotaHotSpot  NotaHotSpot  chrd ssa7z74 T A 50.3 74807 1465 77 051
KOR NotaHotSpot  NotaHotSpat  chrd 5500209  C T 1000 2111 580 580 050
PDGFRA  NotaHolSpot  NotaHotSpat  chrd 65141055 A G 1000 185424 1226 1228 050
RET Not a HotSpot Not a HotSpot chri0 43613843 G T 100.0 30332.6 1892 1892 050
STK11  NotaHotSpot  NotaHotSpot  chri9 2021 T c 51.0 43075 828 a2 083
STK11 c1082C>G  p.Phe3Sdleu  chr1g 123125 € G 495 84513 1704 843 051
PS3 NotaHotSpot ~ NotaHotSpat  chrl? w10 T c 51.3 10851.7 1999 1028 051
PS3 NotaHotSpot  Nota HotSpot  chri7 B2 G c 922 182161 1357 1238 052

NGS Data from lon AmpliSeq Cancer Hotspot Panel v2 Dr. Catherine Dumur from Virginia Commonwealth

Automated versus Manual Library Prep
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Features:

v The complete NGS sample preparation process can automatically complete the construction of enzymatic reaction systems
such as nucleic acid extraction, nucleic acid purification, PCR, and liquid handling

norrlnali;ation and merger sequencing. It also covers DNA-Seq, RNA-Seq, Exome-Seq, Chip-Seq, microRNA-Seq and other
applications.

v Open system - compatible with diverse kit chemistry and labware such as illumina, Life Technology, Pacific Biosystems and

Manual_Variants Frequency (%)

¥=1.007x + 0229
R*=0.994

20,887, p<0.0001

University validated VERSA 1100 GENE performance by
using FFPE clinical samples and lon AmpliSeqTM
kit.From the checkerboard experiments, it was
concluded that this automated liquid handling system
shows no evidence of cross-contamination, by either no
library on the no template control (NTC) wells, or no
variants called on negative samples after sequencing
using the CHP2 assay. The results show that the
performance of the VERSA™ 1100 Gene automated
liquid handling workstation is very robust and helps
eliminate human-introduced errors, when compared to
the manual library preparation method for the CHP2
assay.

20

a variety of third-party Brand Library Building reagents, including but not limited to Roche KAPA, Agilent, etc.

v 96-tip aspirator reduces protocol time and tip usage

v Magnetic bead vortex ensures homogenous bead suspension

v ReagentDrop module provides accurate dispensing of bulk reagents allowing conservation of reagents and tips
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v Cooling plate - suitable for various consumables on the market, such as centrifugal tubes, PCR plates, etc., preserves
precious dNTPs, buffers and enzymes at 4 degrees

v Gripper - moves sample plates between magnetic bead separator and shaker for on-deck mixing and washing

ﬁMagne;cic Bead Separator- pulls down magnetic beads for sample purification and facilitates homogenous suspension of
the sample

v HEPA Filtered UV/Fluorescent light enclosure with automatic door keeps samples contaminant free
+ Software interface is friendly, concise, easy to learn and powerful

+ Personalized customization can be accepted according to user's scheme

Deck Layout
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Sample VERSA 1100 Gene Deck Layout

Product Specification:
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Basic Configuration

Recommended
Configuration

Syringe Pipettor (Disposable Tips) 8-channel 8 or 96-channel
Reagent Drop Channgels (Multiple Reagents) |5 8

Liguid-Level Sensing Optional Optional

Plate Shaker 1 1

96-tip Aspirator 1 1

Temperature Regulation Block 2 2

Reagent Cooling Block 1 1

Magnetic Block Included Included

Plate Gripper Included Included

HEPA / UV/ Fluorescent Light Enclosure Optional Included

Length

98.5cm/38.8in

98.5cm/38.8in

Depth 752cm/296in 752ecm/29.6in
Height 89cm/35in 108.2cm/46.2 in
Weight 162 kg /357 Ibs 225 kg / 496 Ibs
Deck Capacity 15 15
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